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Introduction

Objective

• Having accurate breed 
composition is vital in 
crossbreeding systems.

• Pedigree based breed 
compositions can be 
inaccurate due to 
incomplete data or non-
mendelian inheritance.

• Genomic driven breed 
compositions are more 
accurate.

• Estimate breed 
composition of Brangus 
type cattle, using marker 
frequencies from the 
Multibreed Angus-
Brahman (MAB) herd.
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Methods

Genotyping GGPF 250K & 
Quality Control

•2,457 cattle

•Extracted same 45,740 markers used in 
MAB analysis.

Projection Analysis on 
Seminole

•Estimated breed composition of the 
Brangus cattle using  marker frequencies 
from the MAB herd as reference.

Genotyping 
GGPF 250K & 

Quality Control

•MAB herd

•2,796 cattle

•45,740 markers

Selection of 
Unrelated 
Animals

•Unrelated

•260 cattle

•Related

•2,536 cattle

Projection Analysis

•Breed composition of the 
entire herd was estimated 
using ADMIXTURE.

•Unrelated cattle - used as 
the reference population. 

Pedigree 
Analysis

•Compared the breed 
composition of 1,928 
cattle from ADMIXTURE 
and pedigree analysis.

Figure 1. Angus breed fraction from pedigree (Y axis) versus Angus breed 

fraction estimated with ADMIXTURE (X-axis) (R=.966)

Results
Pedigree vs Genomic Estimation (Figure 1)

• Breed composition estimated by 
ADMIXTURE showed a strong correlation 
with pedigree information (R =.966).

Brangus Breed Composition (Figure 2)

• Average Angus composition in the Brangus 
population was 77.7%. 

• Lowest = 18.8%, highest = 99.4% Angus. 

Conclusion

• Genomic data can accurately estimate 
breed composition in a multibreed herd. 

• Marker frequencies from a multibreed 
population can be used to estimate breed 
composition in other populations.

2. Seminole Brangus Analysis

1. Multibreed Angus-Brahman (MAB) Analysis

Figure 2. Histogram of Angus breed fraction in the Seminole Brangus population. 


